Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.002 Å; disorder in main residue; R factor = 0.042; wR factor = 0.116; data-to-parameter ratio = 12.6.
The structure of the title compound, C 16 H 19 N 3 O 4 S, shows the planes described by the thiophene and the pyrroles are twisted by 17.06 (4) . Additionally, the structure shows the azomethine bond adopts the E configuration, while the pyrrole is disordered as a heterocycle flip [occupancy ratio 0.729 (5) 
Related literature
For our on-going research on conjugated azomethines, see: Dufresne & Skene (2008) . For bond lengths in comparable azomethines, see: Skene et al. (2006) ; Dufresne & Skene (2010) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Skene, 2010) whose homologue lengths are 1.381 (3), 1.283 (3) and 1.426 (3) Å.
We found that the heterocycles of the title compound are not coplanar, according to angle between the mean planes described by them. The angle between these planes was found to be 17.06 (4)°. This is in contrast to an analogous thiopheneazomethine compound (Skene et al., 2006) whose mean plane angle is 7.25 (11)°. Figure 2 shows the H-bonding occurring within the lattice. Only one H-bonding was found between N1-H1B···O3
ii with an angle of 157.1° and a distance of 2.925 (3) Å between the nitrogen and the oxygen. Hydrogen bonding and π-stacking are the driving forces for the overall assembly. π-stacking was found to take place between the pyrroles as seen in Figure 3 .
Experimental 1-Methyl-2-pyrrole-carboxaldehyde and 2,5-diamino-thiophene-3,4-dicarboxylic acid diethyl ester were mixed in anhydrous 2-propanol with a catalytic amount of TFA and refluxed for 12 h. The reaction was then purified by flash chromatography to afford the title compound as a yellow solid. Single crystals were obtained by slow evaporation of an acetone solution.
Refinement
C-bonded H atoms were placed in calculated positions (C-H = 0.93-0.98 Å) and included in the refinement in the ridingmodel approximation, with U iso (H) = 1.2-1.5 U eq (C). The protons on the amino group were placed in calculated positions (N-H = 0.88 Å) and included in the refinement in the riding-model approximation, with U iso (H) = 1.2 U eq (N). During the refinement, evidence came that the structure was disordered as an inversion of terminal heterocycles. We first tried to fix each part to half of the weight and then let it vary to the optimized proportion of 73:27. We were forced to add constraints to the minor counterpart so it looks like the major one. We used fixed similar temperature factors, as well as distances and angles restraints with every disordered atom.
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Figures Fig. 1 . ORTEP representation of the title molecule with the numbering scheme adopted (Farrugia, 1997) . The disorder on the pyrrole unit is represented by prime symbols. Ellipsoids drawn at 30% probability level. 
